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Figure 5. 

A 

CCCACGCGTCCGGCTAAGAGCAGGCGGCTCTTGGCGGCAACAAAGAGACGGGGCAGCGGCCCGGGATAAAT 

ACTGCGCTCGGGCAGCCGCTCAGCATTCCCAGAGTCAGGAGGCGACCTTCCCCAACGCCTGCGCCCCTGTG 

AGTGCAAGGATCCCCGCGCCCACCCAGGATCCGCAGCCCTCCACACTAGTTGACCCACTCTTGTCCCGGTC 

GCCGCCTGCGTCGTTCCCCAGCATCTTCCCAACGCGCCGCATACCCTGGGCAAGCCAGGCCGGTTCCTGGC 

TGTCAATCCGTCCCGTCCGTCGGTCGCGTCCGCGCTCTGTACCATGCCGTTCCTTGGGCAGGACTGGCG 

GTCCCCGGGCCAGAGCTGGGTGAAGACGGCGGACGGCTGGAAGCGCTTCTTGGATGAGAAAAGCG 

GCAGCTTCGTGAGCGACCTCAGCAGTTACTGCAACAAGGAGGTATACAGTAAGGAGAATCTGTTC 

AGCAGCCTGGACTACGACGTCGCAGCCAAGAAGAGAAAGAAAGACATTCAGAAC^ 

AACTCAGTACTTCCATCAAGAAAAGTGGATCTAT 

GATACTGTACTTTGGGGGAAGCTTTGAAGAGACTGGACTT 

AGATTTAACTACGTGGTCCGGCTGTTGGAGCTGATAGCAA 

(^TCGCCCAAAAGAACTTCATGAATATTTTGGAAAAAGTGGTACTGAAAGTCCTTGAAGACCAGC 
AAAACATTAGACTAATAAGGGAACTACTCCAGACCCTCTACACATCCTTATGTACACTGGTCCAA 
AGAGTCGGCAAGTCTGTGCTGGTCGGGAACATTAACATGTGGGTGTATCGGATGGAGACGATTCT 
CCACTGGCAGCAGCAGCTGAACAACATTCAGATCACC^ 

CTGACCTGCCTrTTGTGCCTACAACTGAACATCATGCAGAGGCTGAGCGACGGGCGGGA 

AGCCTGGGCCAGGGAGCCCCAGACCTGCATGTGCTCAGTGAGGACCGGCT 

CTGCCAGTACCACTTCTCAGAGAGGCAGATTCGCAAGCGTT^ 

TGGATTGGAAGAAGATGTATTTTAAGCTTGTACGATGTTACCCAAGAAGAGAGCAGTATGGGGTC 
ACCCTGCAGCTTTGCAAACACTGCC^CATTCTCTC 

CAACAACCGAGAGAGCTGCTCCGTCn^GACTTTCCCCTCAAGACTTTATC^^ 

GAATAATCCCAGCACACGACAACACTTCAGAAGGCTTCTAATTGGATGGCTGGGAGTTCGGGACACTTCAT 

TTGTAAATAGTGTACATTTTAAGCATTGGCTTGAAACTGCGGGGGATACGTCATTGAGGAGACGTTGGCGG 

GGAAGAGATGCAGTTGCCGATGGAAATTTACAAATGTGAATTCCACATGAGAACTGGTACAGAAAAGCAGA 

AATACTGTAAATAGACTTTTTATTTTCCCTAACGATTTGCAAGCAAGACTATAAAGGCAAGAACTCTATGT 

CAGCCATGGAAACGGAGTCCTCTTGAGTTCCCTAGGAAGAAAAAGGCAAAAAGCTCAAAAACAAG 7 

CACTCTGTTTACAATGTGAAAATGTTGTTAAGACAAAAAT 

GAAACCCTTGGGCTTTGGGTTTGGATTCGGGGTTTGTTTTCAGCAGGCCAAGAAGTAT^ 
CTGCACGGGCTTAAGTCCTTATCCTATGAAGATGCCACACAATGGTCTACCTCTAAAAGGATAGCGTGTTC 
TCTGGCAACATACTTTATCTGGGAGGCAATGTCTGTGTTTGATGTAAGTTCTATACTCT^ 
AAGATGGGAAGGCTGTTAGGAAAAAAAAAAAAAAA 

B 

MPFLGQDWRS PGQS WVKTADGWKRFLDEKSGS FVSDLSS YCNKEVYSKENIiFS SLDYDVAAKKRKKDIQNS 

KTKTQYFHQEKWIYVHKGSTKERHGYCTIiGE^ 

KNFMNILEKVVLKVLEDQQNIRIjIREIjLQTLYT^ 

QITRPAF KGIjTFTPIiPIjCLQI^IMQRLSP^^ 

LSDKGQLDWKKMYFKLVRCYPRREQYGVTIiQIiCKHCHILSWKGTDHPCTAimPESCSVSL 
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